Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.065; wR factor = 0.159; data-to-parameter ratio = 10.9.
The title compound, C 15 H 14 N 2 O, crystallized with two independent molecules in the asymmetric unit. Both molecules are non-planar and have an E configuration with respect to the C N bond. The dihedral angles between the two benzene rings are 11.1 (2) in one molecule and 12. 40 (19) in the other. In the crystal structure, the molecules are linked by N-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á ÁO interactions into infinite one-dimensional chains along [1 0 0]. The crystal structure is further stabilized by N-HÁ Á ÁO hydrogen bonds, weak C-HÁ Á ÁO and very weak C-HÁ Á Á interactions.
Related literature
For bond-length data, see: Allen et al. (1987) . For background to the applications of hydrazone and benzohydrazide, see, for example: Bratenko et al. (1999) ; Raj et al. (2007) ; Rollas et al. (2002) ; Sridhar et al. (2003) ; Zhang et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
2 ; Ày; z; (iv) x À 1 2 ; Ày þ 1; z. Cg1 and Cg2 are the centroids of the C1A-C6A and C1B-C6B phenyl rings, respectively. Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003 (Bratenko et al., 1999) . Aryl hydrazones are important building blocks for the synthesis of a variety of heterocyclic compounds such as pyrazolines and pyrazoles (Sridhar et al., 2003) . Aryl hydrazones have been most conveniently synthesized by the reaction of aryl hydrazines with carbonyl compounds. Hydrazones have been demonstrated to possess antimicrobial, anticonvulsant, analgesic, antiinflammatory, antiplatelet, antitubercular, anticancer and antitumoral activities (Rollas et al., 2002) . Hydrazones possessing an azometine -NHN=CH-proton constitute an important class of compounds for new drug development. Therefore, many researchers have synthesized these compounds as well as their metal complexes as target structures and evaluated their biological activities (Raj et al., 2007; Zhang et al., 2007) . These observations guided us to synthesize the title compound and its crystal structure was reported here.
In the asymmetric unit of the title compound ( Fig. 1) , there are two independent molecules A and B. Bond lengths in molecules A and B are slightly different but all are in normal ranges (Allen et al., 1987) . Both molecules are not planar and exist in the E configuration which respect to the C═N bond. The dihedral angles between the two benzene rings are 11.1 (2)°i n A and 12.40 (19)° in B. In molecule A, the interplanar angle between the mean plane through N2A/O2A/C8A/C9A and N1A/N2A/C6A/C7A/C15A planes = 20.8 (2)°. In molecule B atoms N1B, N2B, C7B and C15B lie on the same plane and this plane makes the dihedral angle with the mean plane through N2B/O2B/C8B/C9B = 20.4 (2)°. (Table 1) ; Cg 1 , Cg 2 , Cg 3 and Cg 4 are the centroids of the C1A-C6A, C1B-C6B, C9A-C14A and C9B-C14B rings, respectively.
The title compound was obtained by refluxing phenyl hydrazide (0.01 mol) and acetophenone (0.01 mol) in ethanol (30 ml) by adding 3 drops of concentrated Sulfuric acid for 3 hr. Excess ethanol was removed from the reaction mixture under reduced pressure. The solid product obtained was filtered, washed with ethanol and dried. Colorless single crystals of the title compound suitable for x-ray structure determination were grown by slow evaporation of an ethanol solution at room temperature.
Refinement
All H atoms were constrained in a riding motion approximation with N-H = 0.73 and 0.91 Å, C aryl -H=0.93 and C methyl -H=0.96 Å. The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups. The highest residual electron density sup-2 peak is located at 0.76 Å from C10A and the deepest hole is located at 0.72 Å from H1AA. As there is no large anomalous dispersion for the determination of the absolute structure, a total of 2250 Friedel pairs were merged before final refinement. Figures   Fig. 1 . The asymmetric unit of (I), showing 50% probability displacement ellipsoids and the atomic numbering. 
Special details
Experimental. The low-temperature data was collected with the Oxford Cyrosystem Cobra low-temperature attachment. 
